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R1. HEBIEERGED UICC KR EFR

UICC Wil (FRE %) SELER 10 AR
/T (106) 98% 95%
A (150) 84 % 76%
HEAIA™ (110) 61% 59%
FRAMB™ (93) 40% 38%
HmIV (64) 12% 0%

| BEEMEBEER S TRRHHESES0T—S
™ I A: TANOMO, IIB: anyTN1,2MO
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# 2. BETHEAIAB-1 DFHE

HERTHE R

faiR BEOMERERE). BEOX
BEEA), PH2NIEEEOR
75 L RORAEELRA)

FEERABR 257~261nm W HE K HYY

pH 7.0~7.6

SBEENL 0.8~1.2(i&A). 1.0~1.4(FAEH
FE LB RA)

MiERE (BERYE) 15%LLTF

REMEMERR &%

R B BE

EiEtE (pDRSV-IFNS 15ng %7=0)
ENBEIA VF—T U VEER

0 AL £ i 0 e 26 30%LL L
it |
pDRSV-IFN 3 Img/ml LA _L(#&#). 0.10~0.17mg/
_ ml(HAEA] 72 1 AR TR A
DAty — ABEED
TMAG 3.6~7.2mg/mg-DNA
DLPC 7.8~13 8mg/mg-DNA
DOPE 9.0~16.8mg/mg-DNA

150 EIBRBir/ml LA E

o4

JRrp— -



%3, HEECFEEEGER~OURY-LGEBE 2T 2028
BETHEACLZM 5 -T720 BOELRE:
Cell lines Incubation time (days)
0 3 6
RPM-EP ND 30.6£4.3 (IU/ml) 673+£84
RPM-MC ND 10.5+2.4 12.2+3.2
G361 ND 223452 28.5+6.7
MM-AN ND 13.5+1.9 21.7+4.2
Colo38 ND 40+1.3 38209
*FD )T 5x10%ml OMABEEEE: pSV2IEN B (15nmol/ml lipid, 0.6 g/ml DNA)%

. BERHBICBUT2EBRBEFIOE M & —Tx 0 3 BEZAELE (5HDE
BRODE131H) .

ND: not detectable
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#4. URV—LEME M 25T 10 fRETEAL LB HEEN
MR O AR T I %H R *
Control Liposome
Cell lines Incubation time {days) Incubation time (days)
0 3 6 0 3 6

RPM-EP | 48406 | 103+1.1 | 187+09 | 48+0.6 | 50%13 1.5£0.6
RPM-MC | 4.5+0.7 84+09 | 16.4+2.1 | 45+07 | 5.5+1.1 2.8+04
G361 5.1+03 10.8+19 | 184+3.0 | 5103 | 48+0.7 | 1.4+0.2
MM-AN | 45+0.7 8.2+1.6 | 146+27 1 45+07 | 40+1.1 | 33+1.2
Colo38 4.4+0.7 6.4+071 91+£20| 4407 | 42+08 | 2.6+09

*ET DTV 5x10%ellsiml OBRMERAEMRIC) R - LGB b BREBET
PSV2IFN B (15nmol/ml lipid, 03 1 giml DNAYZ/ER X ¥, SRERICHBITaMaEE -
DN )= TEE (5 EORBROFEEE).
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#5. BERGEIIXNLTTFOATWIEETFHREOEREGNK

MREEN-BIEF
[L-2

[L-2/NeoR
IL-2/GM-CSF

-4

IL-6/sIL-6R
IL-7/TK/HyR
IL-7/IL-2
IL-71L-12/GM-CSF
IL-12

IL-12/NeoR
1L-12/CD80(B7-1)
TK

TK/HyR
Tyrosinase

gpl100
gp100/GM-CSF
MART-1
MART-1/gp100
HILLA-A2, etc
HLA-B7
HLA-B7/82m
HLA-B7/82m/IL-2
CD80O(B7-1)
GM-CES

IFN-r

TNF/NeoR
Enterotoxin B/IL-2
ICP34.5deleted
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1. EFBIAYS—7=0Y DNA R &L T I A FOLIBRRT -

10 20 30 - 40 _ 50 .60
GACGGATCGG GAG}_\TCTCCC GATCCCCTAT GGTGCACTCT CAGTACAATC TGCTCTGATG

70 80 90. 100 - 110 - 120
CCGCATAGTT AAGCCAGTAT CTGCTCCCT GCTTGTGTGTT GEAGGTCGCT GAGTACTGCG

: 130 140 150 160 170 180
CGAGC_AAAAT TTAAGC TACA ACAAGGCAA GGCTTGACCGA CAATTGCATG ARGAATCTGC

190 . 200 . 210 220 . 2307 240
'PTAGGGTTAG GCGTTTTGCG CTGCTTCGCG ATGTACGGGC CAGATATACG CGTATCTGAG:

250 - 260 270 280 290 300
GGGACTAGGG TGTGTTTAGG CGARAAGCAG GGCTTCECTT GTACGCGGTT AGGAGTCCCC

. 3100 .7320 . .330 . -340 350 360
TCAGGATATA GTAGTTTCGC TTTTGCATAG GGAGGGGGAR ATCGTAGTCTT ATGCAATACT -

: 370 380 390 400 410 . 420
CTTGTAGTCT TGCAACATGG TAACGATGAG TTAGCAACAT GCCTTACARG GAGAGAAAAA '

. . 430 - 440 450 460 470 480
GCACCGTGCA TGCCGATTGG TGGAAGTAAG GTGGTACGAT CGTGCCTTAT TAGGAAGGCA

490’ 500 510 s20 - 530 540
ACAGACGGGT CTGACATGGA TTGGACGAAC CACTGAATTC CGCATTGCAG AGATATTGTA

- 550 560 570 580 590 600
TTTAAGTGCC TAGCTCGATA CAATAAACGC CATTTGACCA TTCACCACAT TGGTGTGCAC

: 610 620 630 640 650 660
CTCCAAGCTT GCCTGCAGGET CARCATGACC AARCAAG 'I_‘G_TC TCCTCCAAAT TGCTCTCCTG

, 670 680 690 700 710 720
TTGTGC TTCT CCACTACAGC TCTTTCCATE AGCTACAACT TGCTTGGATT CCTACAAAGA

_ 730 - 740 750 . | 760 . - 770 780 -
AGCAGCAATT TTCAGTGTCA GAAGCTCCTG TGGCAATTGA ATGGGAGGCT TGAATATTIGC

_ 790 - 800 810 820 830 . 840
CTCAAGGACA GGATGAACTT TGACATCCCT GAGGAGATTA AGCAGCTGCA GCAGTTCCAG

850 860 870 880 890 : 900
AAGGAGGACG CCGCATTGAC CATCTATGAG ATGCTCCAGA ACATCTTTGC TATTTTCAGA

910 920 930 940 950 960
CAAGATTOAT CTAGCACTGGE CTGGAATGAG ACTATTGETICE AGARCCTCCT GGCTAATGTC
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970 ‘980 . 990 1000 1010 © . 1020
TATCATCAGA TAAACCATCT GAAGACAGTC OCTCGAAGAAA AACTGGACGAA AGAAGATTITC

‘ 1030 ' 1040 1050 . 1060 o . 1070 1080
ACCAGG GGAA ARCTCATGAG CAG’I‘CTGCAC CTGAAAAGA‘I‘ ATTATGGGAG GATTCTGCAT

. 1090 1100 1110 1120 1130 1140
‘TACCTGAAGG CCARGGAGTA CAGTCACTGT GCCTGGACCA TAGTCAGAGT GGAAATCCTA

: 1150 1160 1170 0080 1190 1200
AGGARCTTTT ACTTCATTAA CAGACTTACA GGTTACCTCC GARACTGAAG ATCCCCTAGA

1210 ~ 1220 © 1230 1240 1250 " 1260
‘GCTCGCTGAT CAGCCTCGAC TGTGCCTTCT AGTTGCCAGC CATCTGTTGT TTGCCCCTCC

- 1270 1280 1290 1300 . 1310, - 1320
CCCGTGCCTT C;CTTGACCCT GGAAGG TGCC ACTCCCACTG TCCTTTCCTA ATAAMTGAG

1330 1340 "1350 - 1360 1370 1380
. GAAATTGCAT CGC‘ATTGTCT GAGTAGGTGT CA’I‘TCTATTC TGGGGEG GTGG GGTGGGGCAG

: . 1330 1400 1410 . 1420 ) 1430 - 1440 .
GACAGCAAGG GGGAGGATTG GGAAGACAAT BGCAGGCATG CTGGGGATGC GGTGGGCTCT

) ‘ 1450 1460 1470 1480 @ 1490 1500
ATGGCT'I‘C‘I‘G AGGCGGARAG AACCAGCTGG GGCTCGAGGGE GGGATCCGTC GACCTC GAGA

-1510 . 1520 1530 | 1540 1550 1560
GC'I‘TGGCGTA ATCATGGTCA TAGCTG ™MTe CTGTGTGAAA TTGTTATCCG CTCACAATTC

1570 : is580 1590 1600 1610 1620
_CACACAACA’I‘ ACGAGCCGGA AGCATAAMGT GTAAAGCCTG GGGTGCCTAA TGAGTGAGCT

1630 . 1640 1650 1660 - 1670 1680
AACTCACAT’I‘ AATTGCGTTG CGCTCACTGC CCGCTTTCCA GTCGGGAAAC CTGTCGTGCC

1690 1700 1710 1720 1730 1740
AGCTGCATTA ATGAATCGGC CAACGCGCGG GGAGAGGCGG ‘I‘TTGCGTATT GGGCGCTCTT

1750 1760 1'?70 1780 1790 1800
CCGCTTCCTC GCTCACTGAC TCGCTGCGCT CGQETCGTTCG GCTGCGGCGA GCGGTATCAG

1810 1820 - 1830 ~ 1840 © 1850 1860
CTCACTCARA GGCOGTAATA CGGTTATCCA CAGARTCAGG GGA‘I‘AACGCA GGARAGAACA

. 1870 - 1880 1890 1900 1910 1920
TGTGAGCARA AGGCCAGCAR AAGGCCAGGA ACCGTAAAAR GGCCGCGTTG CTGGCGTTTT
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. 1930 1940 1950 1960 1370 1980,
TCCATAGGCT CCGCCCCCCT GACGAGCATC ACARAAATCG ACGCTCAAGT CAGAGG TGGC-

1990 2000 " 2010 2020 2030 ' 2040
: GAAACCCGAC AGGACTATAA AGATACCAGG CGTT’I‘C’ CCCC TGGAAGCTCC CTCGTGCGCT

2050 ;2060 2070 2080 2090 . 2100
CTCCTGTTCC GACCCTGCCG CTTACCGGAT ACCTGTCCGC CTTTCTCCCT TCGGGAAGCG

S 2110 L2120 0 - 2130 2140 2450 - 2160
TGGCGCTTTC TCATAGCTCA CGCTGTAGGT ATCTCAGTIC GGTGTAGGTC GTTCGCTCCA.

2170 2180 2190 2200 2210 2220
AGCTGGGCTG TGTGCACGAA CCCCCCGTTC AGCCCGACCG CTGCGCCTTA TCCGGTARCT

. 2230 2240 | 2250 2260 2270 . 2280
ATCGTCTTGA GTCCAACCCG GTAAGACACG ACTTATCGCC ACTGGCAGCA GCCACTGGTA

' .- 2290 2300 . 2310 2320 . 2330° 2340
ACAGGATTAGCAGAGCGAGGT%TGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTA—

‘2350 2360 - 2370 ‘2380 2390 . 2400
ACTACGGCTACmCTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCT

2410 2420 2430 2440 2450 2460
TCGGAAAAAG AGTTGGTAGC TCTTGATCCG GCaAACARAC CACCGCTGET AGCGGTGGTT.. .

2470 . 2480 2490 2500 2510 2520
TTTTTETTTG CAAGCAGCAG ATTACGCGCA GAAAAAA.AGG ATCTCAAGAA GATCCTTTGA

2530 2540 T 2550 " 2560 2570 . 2580
TCTTTTCTAC GGGGTC TGAC GCTCAG TGGEA ACGAAAACTC ACGTTAAGGEGE ATTTTGGTCA

2590 2600 2610 2620 2630 - 2640
TGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAAT

2650 2660 - 2670 2680 - 2690 2700
. CAATC'I‘AAAG 'I‘ATATATGAG 'I‘AAACTTGGT CTGACAG'I‘TA CCAATG CTTA ATCAGTGAGG”

"2710 2720, 2730 - 2740 & 2750 2760
CACCTA 'I‘CTC AGCGATCTGT CTATTTCGTT CATCCATAGT TGCCTGACTC CCCGTC GTGT

2770 2780 2790 2800 2810 2820
AGATAACTAC GATACGGGAG GRCTTACCAT CTGGCCCCAG TGCTGCAATG ATACCGCGAG

2830 2840 : 2850 2860 - 2870 i 2880
ACCCACGCTC ACCGGCTCCA GATTTATCRG CAATP.AACCA GCCAGCCGGAR AGGGCCGAGC

. 2830 2500 0910 29/.0 . 2930 2540
GCAGAAGTGG TCCTGCARCT 'I‘TATCCGCCT CCATCCAGTC TATTAATTGT TGCCGGGAAG
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2950 2960 2970 - 2980 2990 3000’
CTAGAGTAAG TAGTTCGCCA GTTAATAGIT TGCGCAACGT TGTTGCCATT GCTACAGGCA

3010 3020 . 3030 . 3040 -~ 3050 - 3060

TCGTGATGTC ACGOTCGTCG TTTGETATGE CTTCATTCAG CTCCGGTTCC CAACGATCAA

- 3070 - 3080 - 3090 3100 3110 . 3120
GGCGAGTTAC ATGATCCCCC ATGTTGTGCA AARAAGCGGT TAGCTCCTTC GGTCCTCCGA

3130 - 3140 3150 3460 3170 3180 -
TCGTTGTCAG AAGTAAGTTG GCCGCAGTGT TATCACTCAT GGTTATGGCA GCACTGCATA -

3190 3200 3210 - 3220 3230 3240
ATTCTCTTAC.TGTCATGCCA TCCGTAAGAT GCTTITCTGT GAC’,_I‘G'GTGAG TACTCAACCA

‘3250 . 3260 . 3270 3280 3290 3300
 AGTCATTCTG AGAATAGTGT ATGCCGCGAC CGAGTTGCTC TTGCCCGGCG TCARTACGGE

3320 - 3330 3340 3350 3360

3310 _
ATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGG

. 3370 3380 3390 3400 3410 3420
GGCGAARMCT CTCAAGGATC TTACCGCTGT TGAGA_TCCAG TTCGEATGTAA CCCACTCGTG

3430 © 3440 . 3450 3460 3470 3480. .-
CACCCAACTG ATCTTCAGCA TCTTTTACTT TCACCAGCGT TTCTGGGTGA GCABRARACAG

3510 3520 3530 3540

3430 3500 7
G GARATGTTGA ATACTCATAL

GAAGGCAARA TGCCGCAARA AAGGGAATAA GGGCGACAC

‘ 3550 3560 3570 3580 3580 3600
TCTTCCTTTT TCAATATTAT TGAAGCATTT ATCAGGGTTA TTGTCTCATG AGCGGATACA -

3610 362O ' 13630 . 3640 3650 3660
- TATTTGAATG TATTTAGAAR AATRAACARA TAGGGETTCC GCGCACATTT CCCCGAAARG

3670 3680
TGCCACCTGA CGTC

(k%)
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®3. b bpEA VS —T7=0vDT I JEER

A : -20 o =100 -1
MTNKCLLQIALLLCPEFSTTALS
b , - , o 10 20
MSYNLLGFLOQRSSNFQCQKL:
- 30 _ 40
LWOQLNGRLEYCLKDRMNTEIDTI
' 50 [ -1
PEEIKQLQQFQKEDAALTIY
: o 70 R -1
EMLOQNIFAIFRQDSSSTGWN
90 ' 100
ETTIVENLLANVYHQINHLEKT.
o T 110 - .. 120
VLEE-KL‘E‘KEDF_TRGKLM'Ss-L
' S 130 P 140
HLEKRYYGRILHYLKAKEYSH
S is0 160
CAWTIVRVEILRNFYFINRLIL
’ 166 ' : o

g
o
"l
e
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R4 LMEA VST UVDNARE LTI AT FOMREN -
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M5, X-FUIABEE FBHEREE~OL b RBETAE

Relative tumor size

DA —AREOHBEESNR (—3600)

1EIE3ugDNA % 18 () BLU6R M) BARESET
JBIE A E1 OB A B I 2 s,

300
—o— control
—a— empty
] —e— liposome(S)
—o— liposome(M)
200 1
100 -
ol Wby
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