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1 |F97 A BEEA SA-HPLC; SA-LC-MS 0.02
2 (2= (CAT) 7= SA-GC-MS ; SE-GC-MS ; SA-LC-MS 0. 003
3 |FARHLT EREA SA-GC-MS ; SE-GC-MS : SA-LC-MS 0.02
4 1, - reuFELYr (D-D) TEERE PT-GC-MS ; HS-GC-MS 0. 002
5 |4 vExHFAg A SA-GC-MS ; SE-GC-MS 0. 008
6 |[FA4T7V & Al SA-GC-MS; SE-GC-MS 0. 005
7T 17xz=braFF (MEP) A SA-GC-MS ; SE-GC-MS 0. 003
8 [ ¥ FuFFFr (IPT) BEH, FhH SA-GC-MS ; SE-GC-MS 0.04
5 |veero=n (TPN) ) SA-GC-MS ; SE-GC-MS 0. 05
1 |Ferv¥F BREA SA-GC-MS ; SE-GC-MS 0. 05
11 |27 aasEzx (DDVP) #aA SA—GC-MS ; SE-GC-MS 0. 008
12 |7 =/ FHAT (BPMC) oA SA-GC-MS; SE-GC-MS 0.03
Blror=rozzr N LPHEE BREH SA-GC-MS; SE-GC-MS 0. 0001
14 {CNP~-7 3 / 4k SA-GC-MS
15 |4 Fr -~k A (IBP) BEA SA-GC-MS ; SE-GC-MS 0. 008
16 [EPN Al SA-GC-MS:SE-GC-MS 0. 006
17 |~ g EREA MOD-SA-GC-MS ; SA-LC-MS 0.2
18 |BART T (FARALT 7R FmF SA-HPLC: SA-LC-MS 0. 005
1912, 4-rnu7 = XERE (2,4D) BB A MOD-SA-GC-MS ; MOD-SE-GC-MS : SA-LC-MS 0. 03
20|y ren BREH MOD-SA-GC-MS ;MOD-SE-GC-MS ; SA-LC-MS 0. 006
27 ET=— FaAH SA-HPLC 0. 08
2|4/ 7=k A FHA SA-GC—MS ; SE-GC-MS 0. 001
23 |7 e RA =B SA-GC—MS ; SE-GC-MS 0.03
24 | RV 7 ok (DEP) FaH SA-GC-MS ; SE-GC-MS 0.03
Pl RV I e e 5 b £ SA-GC-MS ; SE-GC-MS 0. 002
26 |4 7o HEH SA-GC-MS; SE-GC-MS; SA-HPLC 0.3
2T |l= by ST —n (myax/—a) FEA SA-GC-MS; SE-GC-MS 0. 004
28 |Ax 8 FHEAl SA-HPLC 0. 04
29 |FvFH A SA-GC-MS ; SE-GC-MS 0.3
0 lrwaxs B SA-GC—MS; SE-GC-MS 0. 05
A RAT BRRAAFNL BEA SA-GC-MS ; SE-GC-MS 0.2
iz bs=n BEA SA-GC-MS ; SE-GC-MS 0.2
3B |~y A SA-GC-MS ; SE-GC-MS 0. 04
H|AFFFUNL WA SA-GC-MS 0.05
3B | AT e FEEF SA-GC-MS; SE-GC-MS 0.1
36 |[FaFa BEA SA-HPLC; SA-LC-MS 0.2
37 |CFA A BREA SA-GC-MS 0. 008
38 |FAT AT QBPNC) : KRB BREA SA-GC-MS ; SE-GC-MS 0.02
39 |F 7oL R =g SA-GC-MS ; SE-GC-MS 0.03
e FFanT FREA SA-GC-MS 0.02
N |[FFIFR B A SA-GC-MS ; SE-GC-MS 0.01
42 |2 AU R (SAP) EREA SA-GC-MS ; SE-GC-MS; SA-HPLC 0.1
43 | 7Yy (RREYY) EREH SA-GC-MS; SE-GC-MS 0.08
[ RFaArF T ErEA SA-GC-MS; SE-GC-MS 0.1
45 |A =77 (MCPP) Bk ELA MOD-SA~GC-MS ; MOD-SE-GC-MS ; SA-HPLC 0. 005
46 |AFLHF A AT BREEH SA-GC-MS; SE-GC-MS 0.03
47|75 m—n BrEA SA-GC-MS 0.01
ag |l a0 A SA-HPLC 0. 05
19 |=F 4 72 R R (TP 7 =ik A, EDDP) ZEA SA-GC-MS 0. 006
50 [y FEA SA-GC-MS 0. 04
S1 |7 HFAF mEA SA-GC-MS 0.1
521 A7 =FEw b BREA( SA-GC-MS 0. 009
37 LFFra—i FRELA SA-GC-MS 0. 04
54 |4 YA (MIPC) =8 SA-GC-MS 0.01
B5 |FA T 7 A —FAFN PEH SA-HPLC 0.3
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56 |F=A2n—n EREA SA-GC-MS 0.2
57 |AF & F AL (DMTP) 3 A SA-GC-MS 0. 004
BR | AT TR BEEA SA-GC-MS 0.04
59 |7 a2 7FF BB SA-GC-MS 0. 04
60 [£ Y FE—F EREA SA-GC-MS 0. 005
61 |7 I K EEA SA-GC-MS 0.09
62 |7 =maFR : BREH SA-GC-MS 0. 003
83 |7 T EREA SA-GC-MS 0.01
64 |F TR BREAH SA-LC-MS 0.08
65 |02 m<=n (DBN) BREA SA-GCMS 0. 01
66 A b—F E33::0 SA-GC-MS; SA-LC-MS 0. 05
67 |79 b BRELA SA-HPLC 0. 005
68 [P (DOMU) BRELA SA-LC-MS 0.02
69 [=vFar7ry (2 FAAZz—F, R¥YV ) FHhA SA-GC-MS 0.01
nlzr7zryay s R 5% Al SA-GC~MS 0.08
717 = rF A (MPP) 2o SA-GC-MS 0. 001
72 | ) RH—F BREA| SA-HPLC 2
Bl (xFFF) A SA-GC-MS 0. 05
“lAvzn 4 eb ] SE-HPLC 0.03
75 127 T = 5= SA-HPLC 0.02
76 |7 IFAAT A SA-GC-MS 0.04
A RY BRELH SA-GC-MS 0.03
78 [ AL~ R BREAI SA-GC-MS 0. 003
797 x=Fx—F (PAP) 2 Al SA-GC-MS 0. 004
80 |77 RT7 Y 5 Al SA—GC-MS 0. 02
Bl | FAFAA PR BA SA-GC-MS 0. 004
82 |FraFS—n HEA S5A-GC-MS 0. 05
83 |z AxFaB LT BREH SA-GC-MS 0.01
84 |44 Ay BRELAI SA-GC-MS;SA-LC-MS 0.8
B5 |le 7=/ ws R BRELA SA-GC-MS 0.2
86 [RrAA TR AF A EREAY SA—GC-MS ; SA-LC-MS 0.4
BT jrV T — HEA SA-GC-MS 0.08
88 | kR BxELH| SA-GC-MS 0. 0009
B9 |PAF AT BrELAl SA-GC-MS 0.02
90 [F/FLRAITEL FHEA SA-HPLC; SA-LC-MS 0.5
01 |4 £/ # #V EREkiE REA P-HPLC 0. 006
92 |FtEF FEH SA-LC-MS 2
93 |V H—s3A—F SR HPLC 0.03
94 |mAATRYAF EREA SA-HPLC;SA-LC-MS 0.3
95 |7 ¥ ANLT O BREA SA-HPLC; SA-LC-MS 0.03
96 |FAIANT A SA-HPLC 0.08
97 [FetEadty—n REH SA-GC-MS 0.05
98 [ Fanm BRECA SA-LC-MS 0.3
99 | ekl T oA SA-GC-MS 0.2
100} Y 757D BREA SA-GC-MS 0. 06
wilp7zzvrzrro—n BREZ SA-GC-MS 0. 008
SA-GC-NS ; ERBHE—HR2 0T TS 7—RBSITE  SE-GC-MS; Bl —HA 0T/ S0—RESHE
SA-HPLG . BB —mEEG /AT FF S D& SE-HPLC:; Bt —m B EF /DI F0%
HPLC: WG O 5 2k P-HPLCARAMAS LA-mEHEIAT N 52k

MOD-SA-GC-¥S ; B —A Ry 07 FF5 7 —RESH; MOD-SE-GC-MS | B HE—AH R 2037 57—RR 5K
SA-LC-MS ; BHEH—REE < S T7-RESHE






